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In the current study, we aimed to understand the potential role of leucine-rich repeats and immunoglob-
ulin-like domains 1 (LRIG1) in TMZ-resistance of U251 glioma cells. We established TMZ-resistant U251
clones (U251/TMZ cells), which expressed low level of LRIG1, but high levels of epidermal growth factor
receptor (EGFR), topoisomerase-2 (Topo-2) and Bcl-2. Depletion of LRIG1 by the targeted RNA interfer-
ence (RNAi) upregulated EGFR/Topo-2/Bcl-2 in U251 cells, and the cells were resistant to TMZ. Reversely,
over-expression of LRIG1 in U251 cells downregulated EGFR/Topo-2/Bcl-2 expressions, and cells were
hyper-sensitive to TMZ. Our data suggested EGFR-dependent mammalian target of rapamycin (mTOR)
activation was important for Topo-2 and Bcl-2 expressions in U251/TMZ cells. The EGFR inhibitor and
the mTOR inhibitor downregulated Topo-2/Bcl-2 expressions, both inhibitors also restored TMZ sensitiv-
ity in U251/TMZ cells. Finally, inhibition of Topo-2 or Bcl-2 by targeted RNAi(s) knockdown or by the cor-
responding inhibitor re-sensitized U251/TMZ cells to TMZ, indicating that both Topo-2 and Bcl-2 were
important for TMZ resistance in the resistant U251 cells. Based on these results, we concluded that LRIG1
inhibits EGFR expression and the downstream signaling activation, interferes with Bcl-2/Topo-2 expres-
sions and eventually sensitizes glioma cells to TMZ.

� 2013 Elsevier Inc. All rights reserved.
1. Introduction also undergoes self-degradation [9]. Studies have identified c-Cbl
Glioblastoma multiforme (GBM) is the most malignant form of
brain tumor with poor prognosis [1]. The current standard care for
GBM is postoperative radiation and/or temozolomide (TMZ), with a
median survival of approximately 14 months [2]. One key hurdle is
the molecular heterogeneity of GBM, which impedes uniform
application of specific molecularly targeted agents [3,4]. One path-
way that is frequently dysregulated in GBM is epidermal growth
factor receptor (EGFR) [5,6]. It has been reported that resistance
of GBM is associated with EGFR overexpression [6]. EGFR amplifi-
cation is an important poor prognostic factor in GBM patients [5].

Activation of EGFR by its ligand (i.e.EGF) promotes cancer cell
progression through activation of multiple downstream signaling
cascades including the phosphatidylinositol 3-kinase (PI3K)/Akt/
mammalian target of rapamycin (mTOR) cascade, the Ras–mito-
gen-activated protein kinase (MAPK) cascade and the phospholi-
pase C c (PLC c) cascade [7,8]. Meanwhile, activated EGFR
as an E3 ubiquitin ligase to tag ligand-activated EGFR with ubiqui-
tin, thereby promoting their lysosome sorting and degradation [9].

Interestingly, recent studies have identified a group of negative
regulators of EGFR, which are transcriptional up-regulated follow-
ing receptor activation [10]. They form a complex with EGFR and
eventually lead to EGFR degradation [10]. One of the most studied
negative regulator of EGFR is leucine-rich repeats and immuno-
globulin-like domains 1 (LRIG1) [11,12]. Studies first reported an
inverse association between LRIG1 and EGFR in human cancer
cells, which raised the possibility that LRIG1 might act as an endog-
enous suppressor of EGFR [13,14]. Following studies have shown
that LRIG1 forms a complex with EGFR to promote receptor ubiq-
uitination and degradation [11,12,15,16].

In the current study, we aimed to indentify TMZ resistance
factors by focusing on LRIG1. We found that LRIG1 dictates the
chemo-sensitivity of TMZ in cultured glioblastoma cells via
down-regulation of EGFR, Topoisomerase-2 (Topo-2) and Bcl-2.

2. Material and methods

2.1. Chemical and reagents

Temozolomide (TMZ) was purchased from Sigma (St. Louis, MO,
USA). Rapamycin, PD 153035 and AG 1478 were purchased from
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Calbiochem (Darmstadt, Germany). ABT-737 was purchase from
selleck (Shanghai, China). Anti-EGFR, LRIG1, Topo-2 and Bcl-2 anti-
bodies were purchased from Santa Cruz Biotech (Santa Cruz, CA),
Mouse monoclonal antibody against b-actin was purchased from
Sigma (Sigma, Shanghai, China). Anti phospho- and total-S6 anti-
bodies were obtained from Cell Signaling Tech (Denver, MA).

2.2. Cell Culture

U251 glioblastoma cells were maintained in RPMI 1640 (Sigma,
St. Louis, MO, USA), supplemented with 10% FBS (Sigma), penicil-
lin/streptomycin (1:100; Sigma) and 4 mM L-glutamine (Sigma),
in a CO2 incubator at 37 �C.

2.3. Generation of TMZ-resistant U251 cells

The parental U251 cells were exposed to 100 lM of TMZ for
2 weeks to generate TMZ-resistant colonies. The TMZ containing
medium was switched every three days. The majority of the cells
died, but a small population survived and propagated. The surviv-
ing colonies were selected and established as TMZ-resistant U251
clones (U251/TMZ cells).

2.4. Cell viability assay (MTT assay)

The cell viability was measured by the 3-[4,5-dim-
ethylthylthiazol-2-yl]-2,5 diphenyltetrazolium bromide (MTT)
(Sigma, St. Louis, MO, USA) assay as reported[17].

2.5. Trypan blue staining ‘‘dead’’ cells

The trypan blue dye was used to stain the ‘‘dead’’ U251 cells
after indicated treatment, its percentage was calculated.

2.6. TUNEL staining

The U251 cell apoptosis was detected by the TUNEL (terminal
deoxynucleotidyl transferase dUTP nick end labeling) In Situ Cell
Death Detection Kit (Roche Molecular Bio-chemicals, Indianapolis,
IN, USA) according to the manufacturer’s protocol. Briefly, U251
cells were stained with the fluorescence dye TUNEL and Hoechst
33342. The apoptosis percentage was reflected by TUNEL percent-
age, which was calculated by the number of TUNEL positive cells
divided by the number of Hoechst 33342 stained cells.

2.7. Western blots

Western blot were performed as previous reported [8].

2.8. RNA interference(RNAi)

The sequences of the LRIG1-targeting RNAi were 50-GAU-
CAUCACCCAGCCUGAG-30 (siLRIG1–1) [18] and 50- GGCCUACCUUU
CCUUAGAA-30 (siLRIG1–2) [19]. The sequences of the Bcl-2-target-
ing RNAi were 50-GCCCUGAUUGUGUAUAUUCA-30 [20] and 50-
GUACGAUAACCGGGAGAUA-30 [21]. RNAi sequences were synthe-
sized by KeyGen Biotech (Nanjing, China). The siRNA duplexes
against Topo-2 were purchased from Santa Cruz Biotech (Santa
Cruz, CA, USA). Fugene 6 (Roche, Mannheim, Germany) was ap-
plied to transfect RNAi (20 lM) into cultured U251 cells based on
the manufacturer0s protocol. Same amount of scramble non-sense
siRNA (siNS, Santa Cruz Biotech, Santa Cruz, CA) was transfected
into control cells. 40–80 h after transfection, the expression of tar-
get protein in transfected cells was examined by Western blots.
2.9. LRIG1. plasmid construction and transfection

The LRIG1 expression vector was constructed by inserting hu-
man LRIG1 cDNA (purchased from Shanghai Future Biotech, Shang-
hai, China) into the pcDNA3 (Invitrogen, Shanghai, China)
expressing vector. The plasmid was amplified with JM 109
bacteria, extracted, and purified by the Plasmid Midi Kit (Qiagen,
Shanghai, China). For transfection, U251 cells were cultured in
antibiotic- and serum-free Opti-MEM medium (Invitrogen, Shang-
hai, China) with 50–60% confluence, the LRIG1 plasmid (2 lg/well)
or the empty vector (pcDNA3, 2 lg/well) was transfected into
U251 cells with the lipofectamineTM 2000 (Invitrogen, Shanghai,
China) protocol. LRIG1 expression in transfected cells was tested
by the Western blot.

2.10. Statistical analysis

The data were presented as mean ± standard deviation (SD). The
statistical differences were analyzed by one-way ANOVA followed
by multiple comparisons performed with post hoc Bonferroni test
(SPSS version 15). Values of p < 0.01 were considered statistically
significant. The significance of any differences between two groups
was tested using paired-samples t test when appropriated.
3. Results

3.1. TMZ resistant U251 cells express low level of LRIGI, but high levels
of EGFR, Topo-2 and Bcl-2

Using the method described above, we created three clones of
TMZ-resistant U251 cells (U251/TMZ cells, clone-1,-2,-3). The re-
sults in Fig. 1A and B confirmed TMZ resistance in the U251/TMZ
cells (clone-1), as no significant cell viability loss and apoptosis
were achieved in these cells treated by TMZ (Fig. 1A and B). We
tested the levels of LRIG1, EGFR, Topo-2 and Bcl-2 in U251/TMZ
clones and their parental U251 cells. As shown in Fig. 1C–E, in all
three resistant clones, LRIG1 was downregulated, but EGFR,
Topo-2 and Bcl-2 were upregulated (F). The results in Fig. 1G (for
clone-2) and Fig. 1H (for colon-3) once again confirmed the TMZ
resistance in the U251/TMZ cells.

3.2. U251 cells with LRIGI overexpression are hyper-sensitive to TMZ

We next exogenously expressed LRIG1 in regular U251 cells.
The Western blot results in Fig. 2A confirmed LRIG1 overexpres-
sion in the transfected cells (U251/LRIG1 cells). Meanwhile, the
expressions of EGFR, Topo-2 and Bcl-2 were significantly downreg-
ulated in U251/LRIG1 cells (Fig. 1A and B). The results in Fig. 2C–E
confirmed that U251/LRIG1 cells were hyper-sensitive to TMZ. And
we observed more cell viability loss (Fig. 2C), trypan blue staining
(Fig. 2D) and TUNEL positive cells (Fig. 2E) after TMZ treatment in
these cells. These results suggested that overexpression of LRIG1
down-regulates EGFR, Topo-2 and Bcl-2, while increasing TMZ sen-
sitivity in U251 cells.

3.3. U251 cells with LRIGI knocking-down are resistant to TMZ

Two different non-overlapping siRNAs (siLRIG1–1 and siL-
RIG1–2) against LRIG1 were applied to efficiently knockdown
LRIG1 in U251 cells (Fig. 3A, U251/siLRIG1 cells). Correspondingly,
EGFR, Topo-2 and Bcl-2 expressions were increased in the U251/
siLRIG1 cells, further suggesting that LRIG1 is the negative regu-
lator of EGFR, Topo-2 and Bcl-2. Interestingly, U251 cells with
LRIG1 knocking-down (siLRIGI-1 and -2) grew faster than U251
cells transfected with non-sense siRNA (U251/siNS cells)
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Fig. 1. TMZ resistant U251 cells have low level of LRIG1, but high levels of EGFR, Topo-2 and Bcl-2. The TMZ-resistant U251 cells (U251/TMZ, clone-1, -2 and -3) and their
respective parental cells were incubated in TMZ (100 lM) containing medium for indicated time point, the cell viability was examined by MTT assay (A, G and H), and cell
apoptosis was measured by TUNEL staining (B, for clone-1). Reprehensive immuno-blots showing the expressions of LRIG1, EGFR, Topo-2, Bcl-2 and b-actin in TMZ-resistant
U251 cells (U251/TMZ, clone-1, -2 and -3) and theor respective parental U251 cells (C–E). The blot intensity was quantified by the densitometry using Image System (Bio-Rad)
and was normalized to loading control (b-actin) (F). Experiments in this figure were repeated four times. Data were presented as mean ± SD. ⁄p < 0.01. ⁄⁄p < 0.01 vs. U251/TMZ
cells (A).
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(Fig. 3B). More importantly, U251/siLRIG1 cells were resistant to
TMZ, and we saw less cell viability loss and TUNEL staining
(apoptosis) by TMZ in U251/siLRIG1 cells (Fig. 3C and D). To-
gether, these results suggested that U251 cells with LRIG1 silenc-
ing are resistant to TMZ.
3.4. EGFR-dependent mTOR activation is important for Topo-2 and
Bcl-2 expression and TMZ resistance in U251/TMZ cells

As shown in Fig. 4A and B, AG 1478 and PD 153035, two
pharmacological inhibitors of EGFR, totally abolished EGFR
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phosphorylation (activation) in U251/TMZ cells. Significantly,
Topo-2 and Bcl-2 were down-regulated by EGFR inhibitors. The
mTOR inhibitor rapamycin also downregulated Topo-2/Bcl-2
expression in U251/TMZ cells (Fig. 4B and C). Meanwhile, both
EGFR inhibitors and rapamycin blocked S6 phosphorylation (an
indicator of mTOR activation) in these cells (Fig. 4B and C). These
results suggested that EGFR-dependent mTOR activation is
important for Topo-2/Bcl-2 expression (Fig. 4B and C). Impor-
tantly, both AG 1478 or rapamycin re-sensitized U251/TMZ cells
to TMZ (Fig. 4D and E), as significant cell viability loss and
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apoptosis by TMZ were re-occurred when these inhibitors were
presented (Fig. 4D and E).

3.5. Topo-2 and Bcl-2 inhibition restores TMZ sensitivity in resistant
U251 cells

Our results showed that Topo-2 and Bcl-2 were up-regulated in
U251/TMZ cells (Fig. 1). Further, Topo-2 and Bcl-2 were also up-
regulated in LRIG1 knockdown cells (Fig. 3). These results sug-
gested that Topo-2 and Bcl-2 might be the key factors contributing
to TMZ-resistance in U251/TMZ cells. To test this hypothesis, we
used the targeted RNAi(s) to interfere Topo-2 and Bcl-2 expres-
sions in U251/TMZ cells. Significantly, after RNAi(s)-medicated
knockdown of Topo-2 (Fig. 4F and G) or Bcl-2 (Fig. 4L), TMZ-in-
duced cytotoxic effect was restored in U251/TMZ cells (Fig. 4H, I,
M and N). Further, VP-16, the Topo-2 inhibitor, also resorted TMZ
sensitivity in U251/TMZ cells (Fig. 4J and K). Also, the Bcl-2
inhibitor ABT737 exerted similar effect as VP-16 and restored
TMZ cytotoxicity in U251/TMZ cells (Fig. 4M and N). Together,
these results indicated that Topo-2/Bcl-2 inhibition restores sensi-
tivity of TMZ in the resistant U251 cells, and Topo-2 and Bcl-2
might be the key downstream signals of EGFR to mediate resis-
tance against TMZ.
4. Discussion

In the past 20 years, TMZ and many anti-cancer drugs with
methylating properties have brought broad attention in the treat-
ment of GBMs. The main target of these drugs is the DNA, TMZ is
known to induce a dozen DNA methylation products. Studies with
O6-methylguanine-DNA methyltransferase (MGMT)-deficient cells
[22] and MGMT-transfected isogenic cells [23] revealed that one of
the lesions, namely O6-MeG alkylation product, is the most potent
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killing lesion [24,25]. It acts as a powerful trigger of cell apoptosis,
probably by inducing DNA double-strand breaks (DSBs) and p53
dependent cell apoptosis [26]. As a matter of fact, glioma cells mu-
tated in DNA-dependent protein kinase catalytic subunit (DNA-
PKcs) were more sensitive to TMZ-induced apoptosis [26]. While
glioma cells with high DNA repair abilities may be resistant to
TMZ [27,28].

Recent studies have greatly expanded the biological functions of
Topo-2 in DNA replication, transcription and chromosome segrega-
tion. One of the main biological functions of Topo-2 is to insure
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DNA stability and genomic integrity when the DNA facing chal-
lenges [29]. As such, the strategy to interfere with Topo-2 and gen-
erate enzyme mediated DNA damage is proven to be effective for
cancer chemotherapy [29]. Recent studies have confirmed that
Topo-2 is important for the DNA DSB repair [30]. Based on these
information, we proposed that high level of Topo-2 might be one
important factor contributing to chemo-resistance in U251/TMZ
cells. The fact that TMZ sensitivity was restored in U251/TMZ cells
by Topo-2 inhibitor or RNAi knockdown strongly supported our
hypothesis.

It is now well established that anti-apoptotic protein Bcl-2
mediates the resistance to TMZ and other cytotoxic drugs
[26,31]. Studies have shown that TMZ down-regulates Bcl-2, lead-
ing to cell apoptosis [26,31]. The fact that high Bcl-2 expression
was observed in U251/TMZ cells suggested that Bcl-2 expression
might also be important for the TMZ resistance in these cells. As
a matter of fact, inhibition of Bcl-2 by RNAi-mediated knockdown
or by the inhibitor restored TMZ sensitivity in the resistant cells
supported our hypothesis. Here we found that the EGFR inhibitors
and rapamycin significantly inhibited Bcl-2 expression , suggesting
that EGFR-mediated mTOR activation might be responsible for Bcl-
2 expression and TMZ resistance in glioma cells. In conclusion, our
data suggested that LRIG1 inhibits EGFR expression and down-
stream signaling cascades activation, interferes with Bcl-2/Topo-2
expression and eventually sensitizes glioma cells to TMZ.

Acknowledgment

This work was generously supported by Grants from the
Zhejiang Provincial Natural Science Foundation of China. (Grant
No. Y2100302), Zhejiang Provincial Natural Science Foundation of
China (Grant No. LY13H160003), Zhejiang Provincial Medicines
Health Science and Technology Program Foundation of China
(Grant No. 2013KYB162).
References

[1] M. Lacroix, D. Abi-Said, D.R. Fourney, Z.L. Gokaslan, W. Shi, F. DeMonte, F.F.
Lang, I.E. McCutcheon, S.J. Hassenbusch, E. Holland, K. Hess, C. Michael, D.
Miller, R. Sawaya, A multivariate analysis of 416 patients with glioblastoma
multiforme: prognosis, extent of resection, and survival, J. Neurosurg. 95
(2001) 190–198.

[2] R. Stupp, W.P. Mason, M.J. van den Bent, M. Weller, B. Fisher, M.J. Taphoorn, K.
Belanger, A.A. Brandes, C. Marosi, U. Bogdahn, J. Curschmann, R.C. Janzer, S.K.
Ludwin, T. Gorlia, A. Allgeier, D. Lacombe, J.G. Cairncross, E. Eisenhauer, R.O.
Mirimanoff, Radiotherapy plus concomitant and adjuvant temozolomide for
glioblastoma, N. Engl. J. Med. 352 (2005) 987–996.

[3] M. Weller, J. Felsberg, C. Hartmann, H. Berger, J.P. Steinbach, J. Schramm, M.
Westphal, G. Schackert, M. Simon, J.C. Tonn, O. Heese, D. Krex, G. Nikkhah, T.
Pietsch, O. Wiestler, G. Reifenberger, A. von Deimling, M. Loeffler, Molecular
predictors of progression-free and overall survival in patients with newly
diagnosed glioblastoma: a prospective translational study of the German
Glioma Network, J. Clin. Oncol. 27 (2009) 5743–5750.

[4] H.S. Dahlback, P. Brandal, T.R. Meling, L. Gorunova, D. Scheie, S. Heim, Genomic
aberrations in 80 cases of primary glioblastoma multiforme: pathogenetic
heterogeneity and putative cytogenetic pathways, Genes Chromosom. Cancer
48 (2009) 908–924.

[5] J.S. Smith, I. Tachibana, S.M. Passe, B.K. Huntley, T.J. Borell, N. Iturria, J.R.
O’Fallon, P.L. Schaefer, B.W. Scheithauer, C.D. James, J.C. Buckner, R.B. Jenkins,
PTEN mutation, EGFR amplification, and outcome in patients with anaplastic
astrocytoma and glioblastoma multiforme, J. Natl. Cancer Inst. 93 (2001)
1246–1256.

[6] F.G. Barker 2nd, M.L. Simmons, S.M. Chang, M.D. Prados, D.A. Larson, P.K.
Sneed, W.M. Wara, M.S. Berger, P. Chen, M.A. Israel, K.D. Aldape, EGFR
overexpression and radiation response in glioblastoma multiforme, Int. J.
Radiat. Oncol. Biol. Phys. 51 (2001) 410–418.

[7] C. Cao, S. Lu, A. Sowa, R. Kivlin, A. Amaral, W. Chu, H. Yang, W. Di, Y. Wan,
Priming with EGFR tyrosine kinase inhibitor and EGF sensitizes ovarian cancer
cells to respond to chemotherapeutical drugs, Cancer Lett. 266 (2008) 249–
262.

[8] C. Cao, X. Huang, Y. Han, Y. Wan, L. Birnbaumer, G.-S. Feng, J. Marshall, M. Jiang,
W.-M. Chu, Galpha(i1) and Galpha(i3) are required for epidermal growth
factor-mediated activation of the Akt-mTORC1 pathway, Sci. Signal 2 (2009)
ra17.

[9] I. Dikic, Mechanisms controlling EGF receptor endocytosis and degradation,
Biochem. Soc. Trans. 31 (2003) 1178–1181.

[10] B.Z. Shilo, Signaling by the Drosophila epidermal growth factor receptor
pathway during development, Exp. Cell Res. 284 (2003) 140–149.

http://refhub.elsevier.com/S0006-291X(13)01126-1/h0005
http://refhub.elsevier.com/S0006-291X(13)01126-1/h0005
http://refhub.elsevier.com/S0006-291X(13)01126-1/h0005
http://refhub.elsevier.com/S0006-291X(13)01126-1/h0005
http://refhub.elsevier.com/S0006-291X(13)01126-1/h0005
http://refhub.elsevier.com/S0006-291X(13)01126-1/h0010
http://refhub.elsevier.com/S0006-291X(13)01126-1/h0010
http://refhub.elsevier.com/S0006-291X(13)01126-1/h0010
http://refhub.elsevier.com/S0006-291X(13)01126-1/h0010
http://refhub.elsevier.com/S0006-291X(13)01126-1/h0010
http://refhub.elsevier.com/S0006-291X(13)01126-1/h0015
http://refhub.elsevier.com/S0006-291X(13)01126-1/h0015
http://refhub.elsevier.com/S0006-291X(13)01126-1/h0015
http://refhub.elsevier.com/S0006-291X(13)01126-1/h0015
http://refhub.elsevier.com/S0006-291X(13)01126-1/h0015
http://refhub.elsevier.com/S0006-291X(13)01126-1/h0015
http://refhub.elsevier.com/S0006-291X(13)01126-1/h0020
http://refhub.elsevier.com/S0006-291X(13)01126-1/h0020
http://refhub.elsevier.com/S0006-291X(13)01126-1/h0020
http://refhub.elsevier.com/S0006-291X(13)01126-1/h0020
http://refhub.elsevier.com/S0006-291X(13)01126-1/h0025
http://refhub.elsevier.com/S0006-291X(13)01126-1/h0025
http://refhub.elsevier.com/S0006-291X(13)01126-1/h0025
http://refhub.elsevier.com/S0006-291X(13)01126-1/h0025
http://refhub.elsevier.com/S0006-291X(13)01126-1/h0025
http://refhub.elsevier.com/S0006-291X(13)01126-1/h0030
http://refhub.elsevier.com/S0006-291X(13)01126-1/h0030
http://refhub.elsevier.com/S0006-291X(13)01126-1/h0030
http://refhub.elsevier.com/S0006-291X(13)01126-1/h0030
http://refhub.elsevier.com/S0006-291X(13)01126-1/h0035
http://refhub.elsevier.com/S0006-291X(13)01126-1/h0035
http://refhub.elsevier.com/S0006-291X(13)01126-1/h0035
http://refhub.elsevier.com/S0006-291X(13)01126-1/h0035
http://refhub.elsevier.com/S0006-291X(13)01126-1/h0040
http://refhub.elsevier.com/S0006-291X(13)01126-1/h0040
http://refhub.elsevier.com/S0006-291X(13)01126-1/h0040
http://refhub.elsevier.com/S0006-291X(13)01126-1/h0040
http://refhub.elsevier.com/S0006-291X(13)01126-1/h0045
http://refhub.elsevier.com/S0006-291X(13)01126-1/h0045
http://refhub.elsevier.com/S0006-291X(13)01126-1/h0050
http://refhub.elsevier.com/S0006-291X(13)01126-1/h0050


572 X.-c. Qi et al. / Biochemical and Biophysical Research Communications 437 (2013) 565–572
[11] M.B. Laederich, M. Funes-Duran, L. Yen, E. Ingalla, X. Wu, K.L. Carraway 3rd, C.
Sweeney, The leucine-rich repeat protein LRIG1 is a negative regulator of ErbB
family receptor tyrosine kinases, J. Biol. Chem. 279 (2004) 47050–47056.

[12] F. Ye, Q. Gao, T. Xu, L. Zeng, Y. Ou, F. Mao, H. Wang, Y. He, B. Wang, Z. Yang, D.
Guo, T. Lei, Upregulation of LRIG1 suppresses malignant glioma cell growth by
attenuating EGFR activity, J. Neurooncol. 94 (2009) 183–194.

[13] M. Thomasson, H. Hedman, D. Guo, B. Ljungberg, R. Henriksson, LRIG1 and
epidermal growth factor receptor in renal cell carcinoma: a quantitative RT–
PCR and immunohistochemical analysis, Br. J. Cancer 89 (2003) 1285–1289.

[14] I. Ljuslinder, I. Golovleva, R. Palmqvist, A. Oberg, R. Stenling, Y. Jonsson, H.
Hedman, R. Henriksson, B. Malmer, LRIG1 expression in colorectal cancer, Acta
Oncol. 46 (2007) 1118–1122.

[15] R. Xie, H. Yang, Q. Xiao, F. Mao, S. Zhang, F. Ye, F. Wan, B. Wang, T. Lei, D. Guo,
Downregulation of LRIG1 expression by RNA interference promotes the
aggressive properties of glioma cells via EGFR/Akt/c-Myc activation, Oncol.
Rep. 29 (2013) 177–184.

[16] S. Goldoni, R.A. Iozzo, P. Kay, S. Campbell, A. McQuillan, C. Agnew, J.X. Zhu, D.R.
Keene, C.C. Reed, R.V. Iozzo, A soluble ectodomain of LRIG1 inhibits cancer cell
growth by attenuating basal and ligand-dependent EGFR activity, Oncogene 26
(2007) 368–381.

[17] M.B. Chen, X.Y. Wu, J.H. Gu, Q.T. Guo, W.X. Shen, P.H. Lu, Activation of AMP-
activated protein kinase contributes to doxorubicin-induced cell death and
apoptosis in cultured myocardial H9c2 cells, Cell Biochem. Biophys. 60 (2011)
311–322.

[18] F. Ledda, O. Bieraugel, S.S. Fard, M. Vilar, G. Paratcha, Lrig1 is an endogenous
inhibitor of Ret receptor tyrosine kinase activation, downstream signaling, and
biological responses to GDNF, J. Neurosci. 28 (2008) 39–49.

[19] F. Mao, B. Wang, G. Xi, W. Sun, H. Zhang, F. Ye, D. Guo, T. Lei, Effects of RNAi-
mediated gene silencing of LRIG1 on proliferation and invasion of glioma cells,
J. Huazhong Univ. Sci. Technolog. Med. Sci. 32 (2012) 227–232.

[20] Y.L. Lin, Y. Yuksel Durmaz, J.E. Nor, M.E. Elsayed, Synergistic combination of
small molecule inhibitor and rna interference against antiapoptotic Bcl-2
protein in head and neck cancer cells, Mol. Pharm. 10 (7) (2013) 2730–2738.

[21] M. Weyland, A. Griveau, J. Bejaud, J.P. Benoit, P. Coursaget, E. Garcion, Lipid
nanocapsule functionalization by lipopeptides derived from human
papillomavirus type-16 capsid for nucleic acid delivery into cancer cells, Int.
J. Pharm. (2013).

[22] I. Preuss, R. Thust, B. Kaina, Protective effect of O6-methylguanine-DNA
methyltransferase (MGMT) on the cytotoxic and recombinogenic
activity of different antineoplastic drugs, Int. J. Cancer 65 (1996)
506–512.

[23] B. Kaina, G. Fritz, S. Mitra, T. Coquerelle, Transfection and expression of human
O6-methylguanine-DNA methyltransferase (MGMT) cDNA in Chinese hamster
cells: the role of MGMT in protection against the genotoxic effects of alkylating
agents, Carcinogenesis 12 (1991) 1857–1867.

[24] W. Meikrantz, M.A. Bergom, A. Memisoglu, L. Samson, O6-alkylguanine DNA
lesions trigger apoptosis, Carcinogenesis 19 (1998) 369–372.

[25] B. Kaina, A. Ziouta, K. Ochs, T. Coquerelle, Chromosomal instability,
reproductive cell death and apoptosis induced by O6-methylguanine in
Mex�, Mex+ and methylation-tolerant mismatch repair compromised cells:
facts and models, Mutat. Res. 381 (1997) 227–241.

[26] W.P. Roos, L.F. Batista, S.C. Naumann, W. Wick, M. Weller, C.F. Menck, B. Kaina,
Apoptosis in malignant glioma cells triggered by the temozolomide-induced
DNA lesion O6-methylguanine, Oncogene 26 (2007) 186–197.

[27] P. Taverna, L. Liu, H.S. Hwang, A.J. Hanson, T.J. Kinsella, S.L. Gerson,
Methoxyamine potentiates DNA single strand breaks and double strand
breaks induced by temozolomide in colon cancer cells, Mutat. Res. 485 (2001)
269–281.

[28] A. Nadkarni, M. Shrivastav, A.C. Mladek, P.M. Schwingler, P.T. Grogan, J. Chen,
J.N. Sarkaria, ATM inhibitor KU-55933 increases the TMZ responsiveness of
only inherently TMZ sensitive GBM cells, J. Neurooncol. 110 (2012)
349–357.

[29] J.L. Nitiss, Targeting DNA topoisomerase II in cancer chemotherapy, Nat. Rev.
Cancer 9 (2009) 338–350.

[30] M. Shrivastav, L.P. De Haro, J.A. Nickoloff, Regulation of DNA double-strand
break repair pathway choice, Cell Res. 18 (2008) 134–147.

[31] W.B. Zhang, Z. Wang, F. Shu, Y.H. Jin, H.Y. Liu, Q.J. Wang, Y. Yang, Activation of
AMP-activated protein kinase by temozolomide contributes to apoptosis in
glioblastoma cells via p53 activation and mTORC1 inhibition, J. Biol. Chem. 285
(2010) 40461–40471.

http://refhub.elsevier.com/S0006-291X(13)01126-1/h0055
http://refhub.elsevier.com/S0006-291X(13)01126-1/h0055
http://refhub.elsevier.com/S0006-291X(13)01126-1/h0055
http://refhub.elsevier.com/S0006-291X(13)01126-1/h0060
http://refhub.elsevier.com/S0006-291X(13)01126-1/h0060
http://refhub.elsevier.com/S0006-291X(13)01126-1/h0060
http://refhub.elsevier.com/S0006-291X(13)01126-1/h0065
http://refhub.elsevier.com/S0006-291X(13)01126-1/h0065
http://refhub.elsevier.com/S0006-291X(13)01126-1/h0065
http://refhub.elsevier.com/S0006-291X(13)01126-1/h0070
http://refhub.elsevier.com/S0006-291X(13)01126-1/h0070
http://refhub.elsevier.com/S0006-291X(13)01126-1/h0070
http://refhub.elsevier.com/S0006-291X(13)01126-1/h0075
http://refhub.elsevier.com/S0006-291X(13)01126-1/h0075
http://refhub.elsevier.com/S0006-291X(13)01126-1/h0075
http://refhub.elsevier.com/S0006-291X(13)01126-1/h0075
http://refhub.elsevier.com/S0006-291X(13)01126-1/h0080
http://refhub.elsevier.com/S0006-291X(13)01126-1/h0080
http://refhub.elsevier.com/S0006-291X(13)01126-1/h0080
http://refhub.elsevier.com/S0006-291X(13)01126-1/h0080
http://refhub.elsevier.com/S0006-291X(13)01126-1/h0085
http://refhub.elsevier.com/S0006-291X(13)01126-1/h0085
http://refhub.elsevier.com/S0006-291X(13)01126-1/h0085
http://refhub.elsevier.com/S0006-291X(13)01126-1/h0085
http://refhub.elsevier.com/S0006-291X(13)01126-1/h0090
http://refhub.elsevier.com/S0006-291X(13)01126-1/h0090
http://refhub.elsevier.com/S0006-291X(13)01126-1/h0090
http://refhub.elsevier.com/S0006-291X(13)01126-1/h0095
http://refhub.elsevier.com/S0006-291X(13)01126-1/h0095
http://refhub.elsevier.com/S0006-291X(13)01126-1/h0095
http://refhub.elsevier.com/S0006-291X(13)01126-1/h0100
http://refhub.elsevier.com/S0006-291X(13)01126-1/h0100
http://refhub.elsevier.com/S0006-291X(13)01126-1/h0100
http://refhub.elsevier.com/S0006-291X(13)01126-1/h0105
http://refhub.elsevier.com/S0006-291X(13)01126-1/h0105
http://refhub.elsevier.com/S0006-291X(13)01126-1/h0105
http://refhub.elsevier.com/S0006-291X(13)01126-1/h0105
http://refhub.elsevier.com/S0006-291X(13)01126-1/h0110
http://refhub.elsevier.com/S0006-291X(13)01126-1/h0110
http://refhub.elsevier.com/S0006-291X(13)01126-1/h0110
http://refhub.elsevier.com/S0006-291X(13)01126-1/h0110
http://refhub.elsevier.com/S0006-291X(13)01126-1/h0110
http://refhub.elsevier.com/S0006-291X(13)01126-1/h0115
http://refhub.elsevier.com/S0006-291X(13)01126-1/h0115
http://refhub.elsevier.com/S0006-291X(13)01126-1/h0115
http://refhub.elsevier.com/S0006-291X(13)01126-1/h0115
http://refhub.elsevier.com/S0006-291X(13)01126-1/h0120
http://refhub.elsevier.com/S0006-291X(13)01126-1/h0120
http://refhub.elsevier.com/S0006-291X(13)01126-1/h0125
http://refhub.elsevier.com/S0006-291X(13)01126-1/h0125
http://refhub.elsevier.com/S0006-291X(13)01126-1/h0125
http://refhub.elsevier.com/S0006-291X(13)01126-1/h0125
http://refhub.elsevier.com/S0006-291X(13)01126-1/h0125
http://refhub.elsevier.com/S0006-291X(13)01126-1/h0125
http://refhub.elsevier.com/S0006-291X(13)01126-1/h0130
http://refhub.elsevier.com/S0006-291X(13)01126-1/h0130
http://refhub.elsevier.com/S0006-291X(13)01126-1/h0130
http://refhub.elsevier.com/S0006-291X(13)01126-1/h0130
http://refhub.elsevier.com/S0006-291X(13)01126-1/h0135
http://refhub.elsevier.com/S0006-291X(13)01126-1/h0135
http://refhub.elsevier.com/S0006-291X(13)01126-1/h0135
http://refhub.elsevier.com/S0006-291X(13)01126-1/h0135
http://refhub.elsevier.com/S0006-291X(13)01126-1/h0140
http://refhub.elsevier.com/S0006-291X(13)01126-1/h0140
http://refhub.elsevier.com/S0006-291X(13)01126-1/h0140
http://refhub.elsevier.com/S0006-291X(13)01126-1/h0140
http://refhub.elsevier.com/S0006-291X(13)01126-1/h0145
http://refhub.elsevier.com/S0006-291X(13)01126-1/h0145
http://refhub.elsevier.com/S0006-291X(13)01126-1/h0150
http://refhub.elsevier.com/S0006-291X(13)01126-1/h0150
http://refhub.elsevier.com/S0006-291X(13)01126-1/h0155
http://refhub.elsevier.com/S0006-291X(13)01126-1/h0155
http://refhub.elsevier.com/S0006-291X(13)01126-1/h0155
http://refhub.elsevier.com/S0006-291X(13)01126-1/h0155

	LRIG1 dictates the chemo-sensitivity of temozolomide (TMZ) in U251 glioblastoma cells via down-regulation of EGFR/topoisomerase-2/Bcl-2
	1 Introduction
	2 Material and methods
	2.1 Chemical and reagents
	2.2 Cell Culture
	2.3 Generation of TMZ-resistant U251 cells
	2.4 Cell viability assay (MTT assay)
	2.5 Trypan blue staining “dead” cells
	2.6 TUNEL staining
	2.7 Western blots
	2.8 RNA interference(RNAi)
	2.9 LRIG1. plasmid construction and transfection
	2.10 Statistical analysis

	3 Results
	3.1 TMZ resistant U251 cells express low level of LRIGI, but high levels of EGFR, Topo-2 and Bcl-2
	3.2 U251 cells with LRIGI overexpression are hyper-sensitive to TMZ
	3.3 U251 cells with LRIGI knocking-down are resistant to TMZ
	3.4 EGFR-dependent mTOR activation is important for Topo-2 and Bcl-2 expression and TMZ resistance in U251/TMZ cells
	3.5 Topo-2 and Bcl-2 inhibition restores TMZ sensitivity in resistant U251 cells

	4 Discussion
	Acknowledgment
	References


